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<110> APPLICANT: Samelson, Lawrence E. 
Zhang, Weiguo 

<120> TITLE OF INVENTION: The Protein Tyrosine Kinase Substrate LAT and Its Use in 
Identification of (ANT ) Agonists of the Kinase 
FILE REFERENCE: NIH-05065 

CURRENT APPLICATION NUMBER: 09/597,9206 
CURRENT FILING DATE: 2000-06-19 
PRIOR APPLICATION NUMBER: PCT/US98/27400 
PRIOR FILING DATE: 1998-12-23 



the 



<130> 
<140> 
<141> 
<150> 
<151> 

<160> NUMBER OF SEQ ID NOS : 19 
<170> SOFTWARE: Patentln version 3.1 
<210> SEQ ID NO: 1 
<211> LENGTH: 1060 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 1 

27 gactctgccc ttgaggggcc taggggtgca gccagcctgc tccgagctcc cctgcagatg 60 
29 gaggaggcca tcctggtccc ctgcgtgctg gggctcctgc tgctgcccat cctggccatg 120 
31 ttgatggcac tgtgtgtgca ctgccacaga ctgccaggct cctacgacag cacatcctca 180 
33 gatagtttgt atccaagggg catccagttc aaacggcctc acacggttgc cccctggcca 240 
35 cctgcctacc cacctgtcac ctcctaccca cccctgagcc agccagacct gctccccatc 300 
37 ccaagatccc cgcagcccct tgggggctcc caccggacgc catcttcccg gcgggattct 360 
39 gatggtgcca acagtgtggc gagctacgag aacgaggaac cagcctgtga ggatgcagat 420 
41 gaggatgagg acgactatca caacccaggc tacctggtgg tgcttcctga cagcaccccg 480 
43 gccactagca ctgctgcccc atcagctcct gcactcagca cccctggcat ccgagacagt 540 
45 gccttctcca tggagtccat tgatgattac gtgaacgttc cggagagcgg ggagagcgca 600 
47 gaagcgtctc tggatggcag ccgggagtat gtgaatgtgt cccaggaact gcatcctgga 660 
49 gcggctaaga ctgagcctgc cgccctgagt tcccaggagg cagaggaagt ggaggaagag 720 
ggggctccag attacgagaa tctgcaggag ctgaactgag ggcctgtgga ggccgagtct 780 
gtcctggaac caggcttgcc tgggacggct gagctgggca gctggaagtg gctctggggt 840 
cctcacatgg cgtcctgccc ttgctccagc ctgacaacag cctgagaaat ccccccgtaa 900 
cttattatca ctttggggtt cggcctgtgt cccccgaacg ctctgcacct tctgacgcag 960 
cctgagaatg acctgccctg gccccagccc tactctgtgt aatagaataa aggcctgcgt 1020 
gtgtctgtgg aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1060 
<210> SEQ ID NO: 2 
<211> LENGTH: 1460 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<4 00> SEQUENCE: 2 

accccatctt catctggcct tgactctgcc cttgaggggc ctaggggtgc agccagcctg 60 
ctccgagctc ccctgcagat ggaggaggcc atcctggtcc cctgcgtgct ggggctcctg 120 
ctgctgccca tcctggccat gttgatggca ctgtgtgtgc actgccacag actgccaggc 180 
tcctacgaca gcacatcctc agatagtttg tatccaaggg gcatccagtt caaacggcct 240 
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78 cacacggttg ccccctggcc acctgcctac ccacctgtca cctcctaccc acccctgagc 300 

80 cagccagacc tgctccccat cccaagatcc ccgcagcccc ttgggggctc ccaccggacg 360 

82 ccatcttccc ggcgggattc tgatggtgcc aacagtgtgg cgagctacga gaacgagggt 420 

84 gcgtctgg'ga tccgaggtgc ccaggctggg tggggagtct ggggtccgtc ctggactagg 480 

86 ctgacccctg tgtcgttacc cccagaacca gcctgtgagg atgcagatga ggatgaggac 540 

88 gactatcaca acccaggcta cctggtggtg cttcctgaca gcaccccggc cactagcact 600 

90 gctgccccat cagctcctgc actcagcacc cctggcatcc gagacagtgc cttctccatg 660 

92 gagtccattg atgattacgt gaacgttccg gagagcgggg agagcgcaga agcgtctctg 720 

94 gatggcagcc gggagtatgt gaatgtgtcc caggaactgc atcctggagc ggctaagact 780 

96 gagcctgccg ccctgagttc ccaggaggca gaggaagtgg aggaagaggg ggctccagat 840 

98 tacgagaatc tgcaggagct gaactgaggg cctgtggagg ccgagtctgt cctggaacca 900 

100 ggcttgcctg ggacggctga gctgggcagc tggaagtggc tctggggtcc tcacatggcg 960 

102 tcctgccctt gctccagcct gacaacagcc tgagaaatcc ccccgtaact tattatcact 1020 

104 ttggggttcg gcctgtgtcc cccgaacgct ctgcaccttc tgacgcagcc tgagaatgac 1080 

106 ctgccctggc cccagcccta ctctgtgtaa tagaataaag gcctgcgtgt gtctgtgttg 1140 

108 agcgtgcgtc tgtgtgtgcc tgtgtgcgag tctgagtcag agatttggag atgtctctgt 1200 

110 gtgtttgtgt gtatctgtgg gtctccatcc tccatggggg ctcagccagg tgctgtgaca 1260 

112 ccccccttct gaatgaagcc ttctgacctg ggctggcact gctgggggtg aggacacatt 1320 

114 gccccatgag acagtcccag aacacggcag ctgctggctg tgacaatggt ttcaccatcc 1380 

116 ttagaccaag ggatgggacc tgatgacctg ggaggactct tttagttctt acctcttgtg 1440 

118 gttctcaata aaacagaacg 1460 

121 <210> SEQ ID NO: 3 

122 <211> LENGTH: 1260 

123 <212> TYPE: DNA 

124 <213> ORGANISM: Mus musculus 

126 <400> SEQUENCE: 3 

127 ggcacgagca ggcggggagc aagaaagggg caggtacagc tgggcacggg gatcgtgcag 60 
12 9 ctggtagctg gggcacgggc cccagctctg gctctggggc gagcaccttt ccagagccaa 120 
131 cactgctctc aactcagtcc agcaagagag gggagccatc cagccccgaa aggatacggc 180 
133 tgcctactgc cgggcggatc ccaggctgga gcccgcttgg tcccataccc ctgctgccac 240 
135 tctgtctcga ggggctgcag tgcagcaggg cctgtggcag gtgctctgca gatggaagca 300 
137 gacgccttga gcccggtggg gctgggcctc ctgctgctgc ccttcttggt cacgctcctg 360 
139 gctgccctgt gcgtgcgctg ccgtgagttg ccagtctcct atgacagcac ttccacagag 420 
141 agtttgtacc caagaagcat cctcatcaag ccacctcaaa taaccgtccc ccgaacacct 4 80 
143 gctgtttcct accctctagt cacttccttc ccacccctga ggcagccaga cctgctcccc 540 
145 atcccgagat ccccacagcc ccttgggggt tcccatcgga tgccatcttc ccagcagaat 600 
147 tcagatgatg ccaacagtgt ggcaagctac gagaaccagg agccagcctg taagaatgtg 660 
14 9 gatgcagatg aggatgaaga cgactatccc aacggctacc tagtggtgct gcctgacagt 720 
151 agtcctgctg ccgtccctgt tgtctcctct gctcctgtgc ctagcaaccc tgaccttgga 780 
153 gacagtgcct tctctgtgga gtcgtgtgaa gattacgtga atgttcctga gagtgaggag 840 
155 agcgcagagg cgtctctgga tgggagccgg gagtatgtga atgtgtcccc agagcagcag 900 
157 ccagtgacca gggctgagct ggcctctgtg aactcccagg aggtggaaga cgaaggagaa 960 
159 gaggaagggg tggatggaga ggaagctccc gactatgaga atctacagga gcttaactga 1020 
161 aagcctactg cagctgtctg. tcctgaaact ggacttgctg gggtgtcgct aagaggatcc 1080 
163 catttgatct ctgccttgcc acagcctgag aatcttcccc taacttattg tcactttggg 1140 
165 gtccagtctg tgtccccaat attctgtacc ttctgataaa gcctgagaat gaatctggtt 1200 
167 ccagccagac catgtcatgg aataaaggcc atgtgacata aaaaaaaaaa aaaaaaaaaa 1260 

170 <210> SEQ ID NO: 4 

171 <211> LENGTH: 233 
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308 <210> SEQ ID NO: 6 

309 <211> LENGTH: 2454 

310 <212> TYPE: DNA 

311 <213> ORGANISM: Homo sapiens 

313 <400> SEQUENCE: 6 

314 ggaataggtt agtttcagac aagcctgctt gccggagctc 
316 ggcaggcctg gcccaccgtg ggcctcagag ctgctgctgg 
318 cattggcatt gggaccagag accccgcaag tggcctgttt 
320 gtccccaggt ttcgggaggc ccaggggcga tgccagaccc 
322 tctacggcag catctcgcgt gccgaggccg aggagcacct 
324 acgggctctt cctgctgcgc cagtgcctgc gctcgctggg 
326 tgcacgatgt gcgcttccac cactttccca tcgagcgcca 
328 ttgccggcgg caaagcgcac tgtggaccgg cagagctctg 
330 ccgacgggct gccctgcaac ctgcgcaagc cgtgcaaccg 
3 32 agccgggggt cttcgactgc ctgcgagacg ccatggtgcg 
334 ggaagctgga gggcgaggcc ctggagcagg ccatcatcag 
336 agctcattgc tacgacggcc cacgagcgga tgccctggta 
338 aggaggccga gcgcaaactt tactctgggg cgcagaccga 
340 cgcggaagga gcagggcaca tacgccctgt ccctcatcta 
342 acctcatcag ccaagacaag gcgggcaagt actgcattcc 
344 cgctctggca gctggtggag tatctgaagc tgaaggcgga 
34 6 aggaggcctg ccccaacagc agtgccagca acgcctcagg 
348 cagcccaccc atccacgttg actcatcctc agagacgaat 
350 gatacacccc tgagccagca cgcataacgt ccccagacaa 
352 acacgagcgt gtatgagagc ccctacagcg acccagagga 
354 tcctgaagcg cgataacctc ctcatagctg acattgaact 
356 cagtgcgcca gggcgtgtac cgcatgcgca agaagcagat 
358 tgaagcaggg cacggagaag gcagacacgg aagagatgat 
360 accagctgga caacccctac atcgtgcggc tcattggcgt 
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tcctgggctg 


gtggctcccg 


gagggccctg 


agctgagggc 


attgcttaca 


2340 


392 


cggatgcctt 


cccctgggcc 


ctgacattgg 


agcctgggca 


tcctcaggtg 


gtcaggcgta 


2400 




gatcaccaga 


ataaacccag 


cttccctctt 


gaaaaaaaaa 


aaaaaaaaaa 


aacc 




2454 


397 


<210> SEQ ID NO; 


; 7 




























■j y u 


<211> LENGTH: 617 




























399 


<212> TYPE: 


PRT 






























400 


<213> ORGANISM: 


Homo sapiens 




















402 


<400> SEQUENCE: 


7 




























404 


Met 


Pro 


Asp 


Pro 


Ala 


Ala 


His 


Leu 


Pro 


Phe 


Phe 


Tyr 


Gly 


Ser 


He 


Ser 




405 


1 








5 












10 










15 






A 0 ft 


Arg 


Ala 


Glu 


, Ala 


Glu 


Glu 


His 


Leu 


Lys 


Leu 


Ala 


Gly 


Met 


Ala 


Asp 


Gly 




409 








20 












25 










30 








*r _L A 


Leu 


Phe 


Leu 


Leu 


Arg 


Gin 


Cys 


Leu 


Arg 


Ser 


Leu 


Gly 


Gly 


Tyr 


Val 


Leu 




413 






35 












40 










45 










416 


Ser 


Leu 


Val 


Asp 


Asp 


Val 


Arg 


Phe 


His 


His 


Phe 


Pro 


He 


Glu 


Arg 


Gin 




417 




50 












55 










60 












420 


Leu 


Asn 


Gly 


Thr 


Tyr 


Ala 


He 


Ala 


Gly 


Gly 


Lys 


Ala 


His 


Cys 


Gly 


Pro 




421 


65 










70 










75 










80 




424 


Ala 


Glu 


Leu 


Cys 


Gin 


Phe 


Tyr 


Ser 


Gin 


Asp 


Pro 


Asp 


Gly 


Leu 


Pro 


Cys 




425 










85 












90 










95 






428 


Asn 


Leu 


Arg 


Asn 


Ala 


Cys 


Asn 


Arg 


Pro 


Pro 


Gly 


Leu 


Glu 


Pro 


Gin 


Pro 




429 








100 












105 










110 








432 


Gly 


Val 


Phe 


: ASP 


Cys 


Leu 


Arg 


Asp 


Ala 


Met 


Val 


Arg 


Asp 


Tyr 


Val 


Arg 




433 






115 












120 










125 










436 


Gin 


Thr 


Trp 


■ Lys 


Leu 


Glu 


Gly 


Asp 


Ala 


Leu 


Glu 


Gin 


Ala 


He 


He 


Ser 




437 




130 












135 










140 












440 


Gin 


Ala 


Pro 


• Gin 


Val 


Glu 


Lys 


Leu 


He 


Ala 


Thr 


Thr 


Ala 


His 


Glu 


Arg 




441 


145 










150 










155 










160 




444 


Met 


Pro 


Trp 


Tyr 


His 


Ser 


Ser 


Leu 


Thr 


Arg 


Glu 


Glu 


Ala 


Glu 


Arg 


Lys 




445 










165 












170 










175 






448 


Leu 


Tyr 


Ser 


Gly 


Gin 


Gin 


Thr 


Asp 


Gly 


Lys 


Phe 


Leu 


Leu 


Arg 


Pro 


Arg 




449 








180 












185 










190 








452 


Lys 


Glu 


Gin 


Gly 


Thr 


Tyr 


Ala 


Leu 


Ser 


Leu 


Val 


Tyr 


Gly 


Lys 


Thr 


Val 




453 






195 












200 










205 










456 


Tyr 


His 


Tyr 


Leu 


He 


Ser 


Gin 


Asp 


Lys 


Ala 


Gly 


Lys 


Tyr 


Cys 


He 


Pro 
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